Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.050; wR factor = 0.156; data-to-parameter ratio = 11.9.
In the title molecule, C 9 H 7 N 7 , the two triazole rings are twisted by an angle of 3.8 (5) ; the central triazole ring is twisted by 32.3 (6) with respect to the pyridyl ring. The crystal packing consists of layers generated by intermolecular N-HÁ Á ÁN hydrogen bonds.
Related literature
For related structures, see: Mai et al. (2009) ; Zhang et al. (2010) . For the synthesis, see: Potts (1960) ; Wiley & Hart (1953) .
Experimental
Crystal data C 9 H 7 N 7 M r = 213.22 Monoclinic, P2 1 =c a = 12.372 (3) Å b = 7.5361 (15) Å c = 10.007 (2) Å = 93.670 (4) V = 931.1 (3) Å 3 Z = 4 Mo K radiation = 0.11 mm À1 T = 296 K 0.24 Â 0.20 Â 0.20 mm
Data collection
Bruker SMART APEX diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.975, T max = 0.979 5150 measured reflections 1832 independent reflections 1072 reflections with I > 2(I) R int = 0.055 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.156 S = 0.94 1832 reflections 154 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.26 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) x; Ày þ 1 2 ; z þ 1 2 ; (ii) x; Ày À 1 2 ; z À 1 2 .
Data collection: APEX2 (Bruker, 2003) ; cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. -2-yl)-3,3'-bi(1H-1,2,4-triazole) Z. Xu, X. Zhao and Q. Wang
5-(Pyridin

Comment
During the past decads, copounds containling trazole subunits have been intensively studied due to their diverse biological activities, such as fungicide, herbicide, medicine, etc., and have become a central focus in the sudy of agricultural, medicinal and material chemicals. Furthermore, the study on crystal structures and properties of the new metal-organic frameworks (MOFs) of N-containing ligands have attracted considerable attentions during the past years for the their potential applications in polymeric materials, catalytic materials, biological materials optical materials and so on (Zhang, et al., 2010) . Therefore, in search for new multidentate ligands, we have synthesized the title compound and determined its structure.
The molecule structure of title compound was shown in the Fig.1 , the lengths and angles are within normal ranges. In triazol ring, the average C-N bond length is 1.336 (5) Å, which is shorter than C-N (mean 1.461 (2) Å) (Zhang, et al., 2010) , but longer than C=N (mean 1.269 (3) Å) (Mai, et al., 2009) . This is caused probably by electron delocalization in heterocyclic systems. In the crystal structure, the two triazole rings are almost coplanar, they are twisted by an angle of 3.8 Experimental 5-(Pyridin-2-yl)-1H,1'H-3,3'-bi(1,2,4-triazole)was prepared according to Wiley & Hart (1953) and Potts et al. (1960) . The crystals suitable for crystallographic analysis were grown by recrystallization from DMF and ethanol solution as colorless block.
Refinement
N-bound H-atoms were located in a difference map and refined freely. C-bound H atoms were positioned geometrically (C-H = 0.94 Å) and were constrained in a riding motion approximation with U iso (H) = 1.2U eq (C). Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 102.0 (2) N7-C6-C7 123.6 (2) C3-N5-N6 102.2 (2) N7-C6-C2 115.3 (2) N1-C1-N3 114.9 (2) C7-C6-C2 121.1 (2) N1-C1-C3 121.6 (2) C6-C7-C8 118.7 (3) N3-C1-C3 123.5 (2) C6-C7-H7 120.7 C1-N1-N2 102.3 (2) C8-C7-H7 120.7 N4-C2-N6 109.7 (2) C5-C8-C7 118.7 (3) N4-C2-C6 126.1 (2) C5-C8-H8 120.6 N6-C2-C6 124.2 (2) C7-C8-H8 120.6 N5-C3-N4 114.8 (2) N7-C9-C5 124.5 (3) N5-C3-C1 121.9 (2) N7-C9-H9 117.8 N4-C3-C1 123.3 (2) C5-C9-H9 117.8 C2-N6-N5-C3 0.7 (3) N1-C1-C3-N4 4.1 (4) C4-N3-C1-N1 0.6 (3) N3-C1-C3-N4 −176.4 (2) C4-N3-C1-C3 −179.1 (2) N1-N2-C4-N3 0.5 (3) Hydrogen-bond geometry (Å, °) 
